immunoprecipitated RipAC-GFP. Although we were unable to express the SGS 1 9 0 domain alone, we detected interaction between RipAC and a truncated SGT1 protein 1 9 1
containing the CS+SGS domain ( Figure S5F ). The CS domain alone did not interact 1 9 2
with RipAC, suggesting that RipAC associates with the SGS domain, although it 1 9 3 cannot be ruled out that RipAC requires both CS+SGS domains to associate with 1 9 4
SGT1. Interestingly, the SGS domain is required for all the known SGT1b functions in 1 9 5
immunity (24, 26). response to Pto DC3000 ( Figure 2C ), showing the potential of RipAC to suppress ETI.
1 5
We have recently reported that the R. solanacearum T3E RipE1 triggers 2 1 6 SGT1-dependent immunity in N. benthamiana (34). RipAC was also able to suppress 2 1 7
RipE1-induced HR ( Figure 2C cell death triggered by RipE1 and Avr3a/R3a ( Figure S10D and S10E), but not BAX 2 9 3
( Figure S10F ). This suggests that T346 phosphorylation contributes to the robust 2 9 4
activation of SGT1-dependent ETI responses, including that triggered by the R.
9 5
solanacearum T3E RipE1.
2 9 6 2 9 7
Given the importance of protein-protein interactions in the SGT1 complex, we 2 9 8
hypothesized that phosphorylation in S271/T346 may be important to regulate the 2 9 9
interaction of SGT1 with NLRs. Interestingly, the T346A mutation did not affect the 3 0 0 interaction between AtSGT1b and RPS2 ( Figure 3G and S10G-H); however, 3 0 1 surprisingly, the T346D mutation inhibited this interaction ( Figure 3G and S10G-H).
0 2
This, together with the observation that the T346D mutation causes an enhancement were transfected with RipAC in the presence of AvrRpt2 (Figures S11A and S11B).
1 7
We then generated Arabidopsis transgenic lines expressing RipAC and S11C-S11E), suggesting that this is the mechanism underlying RipAC suppression of 3 2 7
SGT1-dependent ETI responses ( Figure S12 ). Table S1 . Agrobacterium expressing RPS2 (mean ± SEM, n=4, ** p<0.01, t-test, 3 replicates).
0 5
(E, F) Observation of RPS2-triggered cell death by visible light (E) and UV light (F).
0 6
The Agrobacterium combinations were infiltrated as described in ( 
1 4
See also Figures S7-S10. 
